Prof. Dr. PEMRA OZBEK SARICA

Kisisel Bilgiler

is Telefonu: +90 216 777 3571
E-posta: pemra.ozbek@marmara.edu.tr

Diger E-posta: pemra.ozbek@gmail.com

Web: http://akademik.marmara.edu.tr/pemra.ozbek

Posta Adresi: Marmara Universitesi, RTE Kampiisii, Blyomuhendislik Bolumu, M2-250,
Maltepe, Istanbul

Uluslararasi Arastirmaci ID'leri

ScholarID: KAZRN-MAAAA]

ORCID: 0000-0002-3043-0015

Publons / Web Of Science ResearcherID: A-3594-2016
ScopusID: 21935134300

Yoksis Arastirmaci ID: 37047

Egitim Bilgileri

Biitiinlesik Doktora, Imperial College of Science, Technology and Medicine, Miihendislik
Fakiiltesi, Makine Miihendisligi, Birlesik Krallik 2004 - 2008

Lisans, Bogazici Universitesi, Mithendislik Fakiiltesi, Kimya Miihendisligi Béliimii, Tiirkiye
1999 - 2004

Biyografi

Prof. Dr. Pemra OZBEK SARICA, 1982 yilinda istanbul'da dogdu. 2004 yilinda Bogazici Universitesi Kimya Miihendisligi
Béliimii’nde lisans egitimini tamamladiktan sonra, ayni yil lisansiistii calismalar yapmak iizere Ingiltere'ye gitti. Imperial
College London'da 2008 yilinda Makine Miihendisligi doktorasini tamamladi. 2008-2011 yillar1 arasinda Bogazici
Universitesi Kimya Miihendisligi Béliimii Polimer Arastirma Merkezinde (PRC) doktora sonrasi arastirmaci olarak calisti.
2011 yiinda Marmara Universitesi Biyomiihendislik Béliimii'ne Yardimci Dogent olarak katilan Sarica, 2018 yilinda
dogent iinvanini, 2024 yilinda profesor tinvanini aldi. Hesapsal Biyoloji ve Biyoinformatik aragtirma grubunun
(Computational Biology and Bioinformatics Research Group) yiiriitiiciisii olarak ¢alismakta olup, danigsmanliginda ¢ok
saylda yiiksek lisans ve doktora tezi tamamlanmistir.

Akademik Unvanlar / Gorevler

Dog. Dr., Marmara Universitesi, Miihendislik Fakiiltesi, Biyomiihendislik B6liimii, 2017 - Devam Ediyor

Yrd. Dog. Dr., Marmara Universitesi, Mithendislik Fakiiltesi, Biyomiihendislik Béliimii, 2011 - 2017

Arastirma Gérevlisi, Bogazi¢i Universitesi, Miihendislik Fakiiltesi, Kimya Miihendisligi Béliimii, 2008 - 2011

Aragtirma Gorevlisi, Imperial College of Science, Technology and Medicine, Miithendislik Fakiiltesi, Makina Miihendisligi,
2004 -2008


tel:+90 216 777 3571

Akademik Idari Deneyim

Béliim Baskan Yardimcisi, Marmara Universitesi, Miihendislik Fakiiltesi, Biyomiihendislik Béliimii, 2019 - 2022
Mevlana Degisim Programi Koordinatérii, Marmara Universitesi, Miihendislik Fakiiltesi, Biyomiihendislik Béliimii, 2013 -
2020

Erasmus Koordinatérii, Marmara Universitesi, Mithendislik Fakiiltesi, Biyomiihendislik B6liimii, 2010 - 2020

Yonetilen Tezler

Ozbek Sarica P., INVESTIGATION OF TYPE 4 PILI ATPASE INHIBITOR USING COMPUTATIONAL TOOLS , Yiiksek Lisans,
A.Ozcan(Ogrenci), 2021

Ozbek Sarica P., Development of a Web-Based Tool for Network Analysis of Protein Structure, Yiiksek Lisans,
R.Murat(Ogrenci), 2019

SARIYAR AKBULUT B., 0ZBEK SARICA P., Computational study on the inhibition multidrug resistance efflux pumps,
Yiiksek Lisans, D.Sentiirk(Ogrenci), 2019

Ozbek Sarica P., Computational Dynamical Characterization of Human Major Histocompatibility Complex Proteins,
Doktora, 0.SERCINOGLU(Ogrenci), 2018

Ozbek Sarica P., Computational Investigation of Peptide Binding Affinity and Complex Stability of Major
Histocompatibility Complex (MHC), Yiiksek Lisans, A.Bunsuz(Ogrenci), 2018

Ozbek Sarica P., Computational Investigation of Protein Dynamics Based on Energy Dissipation, Yiiksek Lisans,
E.Naz(Ogrenci), 2017

Ozbek Sarica P., Computational Study On The Effect of pH on the Binding Behaviour of HLA-B Alleles, Yiiksek Lisans,
Z.Kutlu(Ogrenci), 2015

Ozbek Sarica P., Docking Studies in HLA Molecules, Yiiksek Lisans, G.OZCAN(Ogrenci), 2015

SCI, SSCI ve AHCI indekslerine Giren Dergilerde Yayinlanan Makaleler

I. Polymorphism in F pocket affects peptide selection and stability of type 1 diabetes-associated HLA-

B39 allotypes.
Amarajeewa A. W. P., Ozcan A, Mukhtiar A., Ren X.,, Wang Q., Ozbek P., Garstka M. A., Serginoglu O.
European journal of immunology, cilt.54, sa.6, 2024 (SCI-Expanded)

II. Attenuation of Type IV pili activity by natural products
Yalkut K., Ben Ali Hassine S., Basaran E., KULA C., Ozcan A., Avci F. G., Keskin 0., SARIYAR AKBULUT B., 0ZBEK
SARICA P.
Journal of Biomolecular Structure and Dynamics, 2024 (SCI-Expanded)

III. Piperidine-based natural products targeting Type IV pili antivirulence: A computational approach
Ozcan A., Keskin 0., Sariyar Akbulut B., Ozbek Sarica P.
JOURNAL OF MOLECULAR GRAPHICS & MODELLING, cilt.119, 2023 (SCI-Expanded)

IV. A review on the mechanistic details of OXA enzymes of ESKAPE pathogens
Avci F. G., Tastekil I, Jaisi A, 0ZBEK SARICA P., SARIYAR AKBULUT B.
PATHOGENS AND GLOBAL HEALTH, cilt.117, sa.3, ss.219-234, 2023 (SCI-Expanded)

V. Epistatic effects between amino acid insertions and substitutions mediate toxin-resistance of
vertebrate Na+, K+-ATPases
Mohammadi S., Ozdemir H. I, Ozbek Sarica P., Sumbul F., Stiller ]., Deng Y., Crawford A. ], Rowland H. M,, Storz]. F.,
Andolfatto P, et al.
MOLECULAR BIOLOGY AND EVOLUTION, cilt.1, sa.1, ss.100-102, 2022 (SCI-Expanded)

VL. How Epstein-Barr virus envelope glycoprotein gp350 tricks the CR2? A molecular dynamics study
Bingél E. N., Tastekil I, Yay C., Keskin N., 0ZBEK SARICA P.
Journal of Molecular Graphics and Modelling, cilt.114, 2022 (SCI-Expanded)

VII. Assessment of 13 in silico pathogenicity methods on cancer-related variants

Yazar M., 0ZBEK SARICA P.



VIIL

IX.

XL

XIL

XIIL

XIV.

XV.

XVIL

XVIIL

XIX.

Computers in Biology and Medicine, cilt.145, 2022 (SCI-Expanded)

Exploring the recognition differences of peptides in TCR-pMHC complex

Bingol E. N., Ozbek Sarica P.

BIOPHYSICAL JOURNAL, cilt.121, sa.3, 2022 (SCI-Expanded)

Hydration modulates oxygen channel residues for oxygenation of cysteine dioxygenase:
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Frontiers in Bioinformatics, cilt.1, 2021 (Hakemli Dergi)
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Cancers
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New inhibitors of the BmrA pump identified through virtual screening
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Identification of allostery in CREB-Binding Protein via using pairwiseresidue interaction energy
method
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Aydinkal R. M., SERCINOGLU 0., 0ZBEK SARICA P.
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XVIII. Computational Approaches to the Investigation ofPeptide-MHC Complex Stability
Bunsuz A, SERGINOGLU 0., 0ZBEK SARICA P.
International conference on applied mathematics, modeling and Life Sciences, 3 - 05 Ekim 2018
XIX. Comparison of computational allosteric pathwayidentification methods
YAZAR M., SERCINOGLU 0., OZBEK SARICA P.
International conference on applied mathematics, modeling and Life Sciences, 3 - 05 Ekim 2018
XX. Investigation of catalytic loop motions and global dynamics ofcaspase- 7 structures
Bingol E. N., SERCINOGLU 0., 0ZBEK SARICA P.
International conference on applied mathematics, modeling and Life Sciences, 3 - 05 Ekim 2018
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OZBEK SARICA P.
International conference on applied mathematics, modeling and Life Sciences, 3 - 05 Ekim 2018
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Bunsuz A, SERCINOGLU 0., 0ZBEK SARICA P.

International Symposium on Chemistry via Computation Applications on Molecular Nanoscience, 30 Ekim 2017



XXIV. Construction of allosteric residue networks in caspase-7 using energy perturbation responses
Bingol E. N, SERCiNOGLU 0., 0ZBEK SARICA P.
International Symposium on Chemistry via Computation Applications on Molecular Nanoscience, 30 Ekim 2017
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5th International BAU-Drug Design Congress, 19 - 21 Ekim 2017
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Bunsuz A, SERCiNOCLU 0., OZBEK SARICA P.
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XXXVII. Computational study on the binding behaviour of HLA B44 alleles
Sercinoglu 0., 0ZBEK SARICA P.



XXXIX.

XL.

XLL

XLIIL

XLIIL

XLIV.

XLV.

XLVI.

XLVIL

XLVIIL

XLIX.

LL

3rd International BAU-Drug Design Congress, Istanbul, 1 - 03 Ekim 2015

Computational investigation of protein dynamics based on energy dissipation

Sercinoglu 0., 0ZBEK SARICA P.

3rd International BAU-Drug Design Congress, Istanbul, 1 - 03 Ekim 2015

Structural characterization of peptide binding to class I MHC proteins using protein energy
networks from molecular dynamics simulations

Sercinoglu 0., 0ZBEK SARICA P.

3rd International BAU-Drug Design Congress, Istanbul, 1 - 03 Ekim 2015

Computational study on the binding behaviour of HLA B27 alleles at varying pH conditions

Ozcan G., Kutlu Kabas Z,, Sercinoglu 0., 0ZBEK SARICA P.

10th European Biophysics Congress, Dresden, 17 - 22 Temmuz 2015

Peptide dependent binding stabilization effect of 2 microglobulin on HLA B27 alleles

Sercinoglu 0., 0ZBEK SARICA P.

10th European Biophysics Congress, Dresden, 17 - 22 Temmuz 2015

Peptide-dependent binding-stabilization effect of beta 2m on HLA B27 alleles: A computational study
Sercinoglu 0., Ozbek P.

10th European-Biophysical-Societies-Association (EBSA) European Biophysics Congress, Dresden, Almanya, 18 -
22 Temmuz 2015, cilt44

Computational study on the binding behaviour of HLA-B27 alleles at varying pH conditions

Ozcan G, Kabas Z. K, Sercinoglu 0., Ozbek P.

10th European-Biophysical-Societies-Association (EBSA) European Biophysics Congress, Dresden, Almanya, 18 -
22 Temmuz 2015, cilt44

Comparative study of functional dynamics in mutant von hippel lindau tumor suppressor protein
structures

Giiglii T. F., 0ZBEK SARICA P, Ozer A. N.

Modeling of Biomolecular Systems Interactions, Dynamics, and Allostery: Bridging Experiments and Computations,
Istanbul, Turkey, September 10-14, 2014, 10 - 14 Eyliil 2014, ss5.92

Computational investigation of the energy exchange pathways in peptide loaded major
histocompatibility complex proteins

Sercinoglu 0., Ozcan G., 0ZBEK SARICA P.

Modeling of Biomolecular Systems Interactions, Dynamics, and Allostery: Bridging Experiments and Computations,
10 - 14 Eylil 2014

An investigation of the effects of model simplification and water box shell size on the molecular
dynamics simulations of peptide loaded major histocompatibility complex proteins

Sercinoglu O, OZBEK SARICA P.

Modeling of Biomolecular Systems Interactions, Dynamics, and Allostery: Bridging Experiments and Computations,
10 - 14 Eylil 2014

Comparison of the binding behavior of HLA B alleles related to ankylosing spondylitis disease by
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