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Supported ProjectsSariyar Akbulut B., Sayar N. A., Özbek Sarica P., Kazan D., TÜBİTAK International Bilateral Joint Cooperation ProgramProject, Rational design of Corynebacterium glutamicum for a microbial cell factory to synthesize L-DOPA andbioprocess development for L-DOPA production, 2021 - 2024Sariyar Akbulut B., Sayar N. A., Özbek Sarica P., TÜBİTAK International Multi-Cooperation Project, Replacing food-competing feedstocks with Methanol, CO2 and Methylamine for a Sustainable Bioeconomy, 2021 - 2024Sarıyar Akbulut B., Özbek Sarıca P., Avci F. G., Keskin Özkaya Z. Ö., TUBITAK Project, Inhibition and characterization of theinhibition dynamics of the type 4 pili protein complex, 2020 - 2023Özbek Sarıca P., Sarıyar Akbulut B., Project Supported by Other Official Institutions, Peptidlerle ilişkili bağışıklık sistemiproteinlerinin çalışma mekanizmalarının aydınlatılması, 2020 - 2022Arğa K. Y., ÖZBEK SARICA P., TUBITAK Project, Kolorektal kanserinde farklılaşan protein-protein etkileşimleri üzerindenilaç repozisyonu, 2019 - 2020Özbek Sarıca P., TUBITAK Project, Development of a web based tool for protein network investigation, 2019 - 2020Özbek Sarıca P., Project Supported by Higher Education Institutions, Computational Investigation of Peptide BindingAffinity and Complex Stability of Major Histocompatibility Complex (MHC), 2018 - 2020Sarıyar Akbulut B., Özbek Sarıca P., Avci F. G., Project Supported by Higher Education Institutions, Evaluation of thealkaloids of the aporphine family as inhibitors of different efflux pumps using in vitro and in silico methods, 2017 - 2019Özbek Sarıca P., Project Supported by Higher Education Institutions, Moleküler Dinamik Simülasyon Bazlı Sarsım Yöntemiile Protein İçi Sinyal İletim Mekanizmasının Karakterizasyonu, 2016 - 2018Özbek Sarıca P., Project Supported by Higher Education Institutions, Computational Dynamical Characterization ofHuman Major Histocompatibility Complex Proteins, 2015 - 2018Özbek Sarıca P., Project Supported by Higher Education Institutions, Dynamic Characterization of Protein-proteinInterfaces using Gaussian Network Model, Marmara University Research Fund Project, 2014 - 2015Özbek Sarıca P., TUBITAK Project, Dynamic Characterization of HLA Molecules, 2013 - 2015Özbek Sarıca P., Project Supported by Higher Education Institutions, Dynamic Characterization of Protein BindingMechanism, 2012 - 2013Özbek Sarıca P., Haliloğlu T., TUBITAK Project, Proteinlerde Bağlanma Mekanizmasında Yapısal Dinamik, 2009 - 2010



Memberships / Tasks in Scientific OrganizationsBiophysical Society, Member, 2016 - Continues
MetricsPublication: 96 Citation (WoS): 326 Citation (Scopus): 355 H-Index (WoS): 8 H-Index (Scopus): 9
Congress and Symposium ActivitiesInternational conference on applied mathematics, modeling and Life Sciences, Working Group, İstanbul, Turkey, 2018Biophysical Society 62th Annual Meeting, Working Group, California, United States Of America, 20185th International BAU Drug Design Congress, Working Group, İstanbul, Turkey, 2017International Symposium on Chemistry via Computation Applications on Molecular Nanoscience, Working Group,İstanbul, Turkey, 2017Biophysical Society 60th Annual Meeting, Working Group, California, United States Of America, 20163rd International BAU Drug Design Congress, Working Group, İstanbul, Turkey, 201510th European Biophysics Congress, Working Group, Dresden, Germany, 2015Biophysical Society Thematic Meeting: Modeling of Biomolecular Systems Interactions, Dynamics,and Allostery: BridgingExperiments and Computations, Working Group, İstanbul, Turkey, 2014Joint TCBG/MMBioS Hands-on Workshop on Computational Biophysics, Working Group, Pennsylvania, United States OfAmerica, 2013Schrodinger Workshop, "Computational Drug Discovery", Working Group, İstanbul, Turkey, 2012Three-days HADDOCK workshop, Working Group, İstanbul, Turkey, 2011
ScholarshipsTUBITAK-BIDEB 2218 (Turkish National Science and Technology Foundation), TUBITAK, 2009 - 2011Chevron Phillips Chemical Company, Other International Organizations, 2004 - 2008Overseas Research Student Awards Scheme (ORSAS), Other International Organizations, 2004 - 2008
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