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Hydration modulates oxygen channel residues for oxygenation of cysteine dioxygenase:
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ProSNEx: a web-based application for exploration and analysis of protein structures using network
formalism

Aydinkal R. M., Serginoglu 0., Ozbek Sarica P.

Nucleic Acids Research, vol.1, no.1, 2019 (SCI-Expanded)
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Community wide assessment of protein interface modeling suggests improvements to design
methodology
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Polymer Testing, vol.28, pp.357-361, 2009 (SCI-Expanded)

Uniaxial tensile properties underlying plane stress rapid fracture resistance in polyethylene
OZBEK SARICA P., Leevers P.
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beklen h., arslan s., Gulfidan G., Turanh B., 0ZBEK SARICA P., Karademir Yilmaz B.,, ARGAK Y.

Frontiers in Bioinformatics, vol.1, 2021 (Peer-Reviewed Journal)

HLA Molekiillerinde Peptit Ligandlarinin Kompleks Stabilitesine Olan Etkisinin Arastirilmasi

Bunsuz A., Sercinoglu 0., Ozbek Sarica P.

International journal of advances in engineering and pure sciences (Online), vol.30, 2018 (Peer-Reviewed Journal)
Dynamic Characterization of HLA Molecules by GNM

SERCINOGLU 0., OZBEK SARICA P.
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Reviewed Journal)

Protein dynamics

OZBEK SARICA P., Haliloglu T.

Sigma Miihendislik ve Fen Bilimleri Dergisi, vol.27, pp.161-170, 2009 (Peer-Reviewed Journal)
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ANTEC Conference Proceedings, vol.5, pp.2880-2884, 2007 (Peer-Reviewed Journal)
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Acuner, Editor, Ankara Nobel Tip Kitabevleri, istanbul, pp.237-255, 2021

In Silico Databases and Tools for Drug Repurposing

Serginoglu 0., Ozbek Sarica P.

in: In Silico Drug Design, Kunal Roy, Editor, Elsevier Science, Oxford/Amsterdam , London, pp.703-743, 2019
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Implications of Machine Learning Approaches in Cancer for Biomarker Discovery: Oversampling and
Feature Selection

Soyer S. M., Ozbek Sarica P., Kasavi C.

5th International Eurasian Conference on Science, Engineering and Technology (EurasianSciEnTech 2024),
Ankara, Turkey, 26 - 28 June 2024

Differential Interactome Based Drug Repositioning Unraveled Potential Therapeutics for Colorectal
Cancers

BEKLEN H,, Arslan S., GULFIDAN G., TURANLI B., OZBEK SARICA P., YILMAZ B., ARGA K. Y.

3rd EURASIA BIOCHEMICAL APPROACHES &amp; TECHNOLOGIES (EBAT) CONGRESS, Antalya, Turkey, 4 - 07
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New inhibitors of the BmrA pump identified through virtual screening

Senturk D., SERCINOGLU 0., ALTINISIK KAYA F. E,, Frlan R, Tomasic T., AVCI F. G., 0ZBEK SARICA P., Orelle C., Jault
J. M., SARIYAR AKBULUT B.

MuTaLig COST ACTION CA15135 4th WG meeting, 05 March 2020

Exploring dynamics of pMHCusing accelerated molecular dynamics

Bingol E. N., 0ZBEK SARICA P.

7th International Bahgesehir University (BAU) Drug Design Congress, 19 - 21 December 2019

Identification of allostery in CREB-Binding Protein via using pairwiseresidue interaction energy
method

YAZAR M., OZBEK SARICA P.

7th International Bahgesehir University (BAU) Drug Design Congress, 19 - 21 December 2019

A Tool for Investigating Protein Signaling Network by Perturbation of External Energy Dissipation
6zer m. e., 6zdemir h. i, SERCINOGLU 0., Bingol E. N., OZBEK SARICA P.

7th International Bahgesehir University (BAU) Drug Design Congress, 19 - 21 December 2019

Ailesel Meme Kanseri Hastalarinda BRCA1 ve BRCA2 Genlerinin Yeni Nesil Dizileme Yontemi ile
Dizilenmesi ve Telomer Uzunluguyla iliskisi

PEKER EYUBOGLU I, YENMI$ G., BINGOL E. N., YUKSEL KILICTURGAY §., TOKAT F., OZBEK SARICA P., GULLU
AMURAN G., YAKICIER M. C., AKKIPRIK M.

Tibbi Biyoloji ve Genetik kongresi, Turkey, 27 - 30 October 2019

Determination Of Candidate Biomarkers Through Differential Interactome in Colorectal
Adenocarcinoma

BEKLEN H., GULFIDAN G., TURANLI B., 0ZBEK SARICA P., YILMAZ B., ARGA K. Y.

The 12th International Symposium on Health Informatics and Bioinformatics (HIBIT 2019), izmir, Turkey, 17 - 19
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October 2019

Comparative dynamical characterization of TCR and MHC molecules upon binding via molecular
dynamics simulations

Bingol E. N,, SERCiNOGLU 0., OZBEK SARICA P.

ECOMB, 19 - 21 September 2019

Comparison of allosteric pathway identification of CREB-binding protein using computational
methods

YAZAR M., 0ZBEK SARICA P.

6th International BAU-Drug Design Congress, 13 - 15 December 2018

Comparative Analysis of Two Binding Sites on The BmrA Efflux Pump

sentiirk karagoz d., SERCiNOGLU 0., OZBEK SARICA P., orelle c., Jault ]., SARIYAR AKBULUT B.

6th International BAU-Drug Design Congress, Turkey, 13 - 15 December 2018

Protein Networks: Development of a web tool to analyze protein structural topology

aydinkal r. m,, SERCiNOCLU 0., OZBEK SARICA P.

6th International BAU-Drug Design Congress, 13 - 15 December 2018

Dynamical characterization of TCRpMHC complex: A comparative molecular dynamics study
Bingol E. N,, SERCiNOGLU 0., OZBEK SARICA P.

6th International BAU-Drug Design Congress, 13 - 15 December 2018

Biophysical Links Between Polymorphism, Stability and Peptide-Binding in the Major
Histocompatibility Complex

SERCINOGLU 0., 0ZBEK SARICA P.

6th International BAU-Drug Design Congress, 13 - 15 December 2018

VIRTUAL SCREENING FOR INHIBITORS OF THE BmrA PUMP

sentiirk karagoz d., SERCINOGLU 0., SARIYAR AKBULUT B., 0ZBEK SARICA P., orelle c,, jault j. m.

HIBIT 2018 11TH INTERNATIONAL SYMPOSIUM ON HEALTH INFORMATICS AND BIOINFORMATICS, 25 - 27
October 2018

Biophysical basis of MHC Class I polymorphism

SERGINOGLU 0., 0ZBEK SARICA P.

International conference on applied mathematics, modeling and Life Sciences, 3 - 05 October 2018
Development of a web-based tool for network analysis of protein structures

Aydinkal R. M., SERCINOGLU 0., 0ZBEK SARICA P.

International conference on applied mathematics, modeling and Life Sciences, 3 - 05 October 2018
Computational Approaches to the Investigation ofPeptide-MHC Complex Stability

Bunsuz A, SERGINOGLU 0., 0ZBEK SARICA P.

International conference on applied mathematics, modeling and Life Sciences, 3 - 05 October 2018
Comparison of computational allosteric pathwayidentification methods

YAZAR M., SERCINOGLU 0., OZBEK SARICA P.

International conference on applied mathematics, modeling and Life Sciences, 3 - 05 October 2018
Investigation of catalytic loop motions and global dynamics ofcaspase- 7 structures

Bingol E. N., SERCINOGLU 0., 0ZBEK SARICA P.

International conference on applied mathematics, modeling and Life Sciences, 3 - 05 October 2018
Understanding the dynamic natureof proteins using molecular dynamics (MD)simulations
OZBEK SARICA P.

International conference on applied mathematics, modeling and Life Sciences, 3 - 05 October 2018
Quantifying Peptide Binding Affinities from Non-equilibrium Work

Sercinoglu 0., 0ZBEK SARICA P.

62nd Annual Meeting of the Biophysical-Society, San-Francisco, Costa Rica, 17 - 21 February 2018, vol.114
Effect of temperature on the molecular dynamics simulations of HLA-A 02 alleles,

Bunsuz A, SERCINOGLU 0., 0ZBEK SARICA P.

International Symposium on Chemistry via Computation Applications on Molecular Nanoscience, 30 October 2017

Construction of allosteric residue networks in caspase-7 using energy perturbation responses
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Bingol E. N.,, SERGINOGLU 0., 0ZBEK SARICA P.

International Symposium on Chemistry via Computation Applications on Molecular Nanoscience, 30 October 2017
A Software Tool for Parallel Computation and Characterization of Residue Interaction Energies from
Molecular Dynamics Simulations

SERCINOGLU 0., OZBEK SARICA P.

International Symposium on Chemistry via Computation Applications on Molecular Nanoscience, 30 October 2017
Immunogenic Peptide - HLA-A 02:01 Complexes Studied by Comparative Molecular Dynamics
Simulation

Bunsuz A, SERGINOGLU 0., 0ZBEK SARICA P.

5th International BAU-Drug Design Congress, 19 - 21 October 2017

Steered Molecular Dynamics Simulation for Efficient Ranking of Peptide - MHC Class I Binding
Affinities_

SERGINOGLU 0., 0ZBEK SARICA P.

5th International BAU-Drug Design Congress, 19 - 21 October 2017

Detection of the allosteric residue network in effector caspase molecules by energy dissipation
model

Bingol E. N,, SERCINOGLU 0., OZBEK SARICA P.

5th International BAU-Drug Design Congress, 19 - 21 October 2017

Investigation of Peptide Binding Affinity andThermalStability ofHuman Leukocyte Antigens (HLAs)
Bunsuz A, SERGINOGLU 0., 0ZBEK SARICA P.

19th UIPAB congress and 11th EBSA congress, 16 - 20 July 2017

Allelic dependence of MHC I stability on peptide termini conta ts in MD simulations

SERCINOGLU 0., OZBEK SARICA P.

19th UIPAB congress and 11th EBSA congress, 16 - 20 July 2017

Searching a communication pathway between allosteric siteand binding region in effector caspase
molecules

Bingo6l E. N., SERCINOGLU 0., 0ZBEK SARICA P.

BAU Drug Design, 13 - 15 October 2016

Investigation of Peptide Binding Affinity and Complex Stability ofHuman Leukocyte Antigens HLAs
bunsuz a., SERCINOGLU 0., OZBEK SARICA P.

BAU Drug Design, 12 - 15 October 2016

Exploration of allosteric paths in caspase molecules using energy dissipation

Bingol E. N,, Sercinoglu 0., Sarica P.

41st FEBS Congress on Molecular and Systems Biology for a Better Life, Kusadasi, Turkey, 3 - 08 September 2016,
vol.283, pp.235

Allelic modulation of global dynamics of HLA B 27 05 and HLA B 27 09 molecules

SERGINOGLU 0., 0ZBEK SARICA P.

13th Greta Pifat Mrzljak International School of Biophysics, 1 - 10 September 2016

HLA B 44 Alellerinin Peptid Baglanma Davranis Mekanizmalarinin Hesaplamali Olarak Arastirilmasi
Bunsuz A., SERCINOGLU 0., OZBEK SARICA P.

Biruni Universitesi Bilgisayar Destekli fla¢ Tasarimi, Turkey, 16 - 17 May 2016

Investigating Dynamics of HLA Molecules by Energy Dissipation

Bingol E. N., Sercinoglu 0., 0ZBEK SARICA P.

60th Annual Meeting of the Biophysical-Society, Los-Angeles, Chile, 27 February - 02 March 2016, vol.110
Investigation of the binding behaviour of HLA B27 alleles at varying pH Conditions using
computational methods

Sercinoglu 0., 0ZBEK SARICA P.

3rd International BAU-Drug Design Congress, Istanbul, 1 - 03 October 2015

Computational study on the binding behaviour of HLA B44 alleles

Sercinoglu 0., 0ZBEK SARICA P.

3rd International BAU-Drug Design Congress, Istanbul, 1 - 03 October 2015
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Computational investigation of protein dynamics based on energy dissipation

Sercinoglu 0., 0ZBEK SARICA P.

3rd International BAU-Drug Design Congress, Istanbul, 1 - 03 October 2015

Structural characterization of peptide binding to class I MHC proteins using protein energy
networks from molecular dynamics simulations

Sercinoglu 0., 0ZBEK SARICA P.

3rd International BAU-Drug Design Congress, Istanbul, 1 - 03 October 2015

Computational study on the binding behaviour of HLA B27 alleles at varying pH conditions

Ozcan G., Kutlu Kabas Z,, Sercinoglu 0., 0ZBEK SARICA P.

10th European Biophysics Congress, Dresden, 17 - 22 July 2015

Peptide dependent binding stabilization effect of 2 microglobulin on HLA B27 alleles

Sercinoglu 0., 0ZBEK SARICA P.

10th European Biophysics Congress, Dresden, 17 - 22 July 2015

Peptide-dependent binding-stabilization effect of beta 2m on HLA B27 alleles: A computational study
Sercinoglu 0., Ozbek P.

10th European-Biophysical-Societies-Association (EBSA) European Biophysics Congress, Dresden, Germany, 18 -
22 July 2015, vol.44

Computational study on the binding behaviour of HLA-B27 alleles at varying pH conditions

Ozcan G, Kabas Z. K, Sercinoglu 0., Ozbek P.

10th European-Biophysical-Societies-Association (EBSA) European Biophysics Congress, Dresden, Germany, 18 -
22 July 2015, vol.44

Comparative study of functional dynamics in mutant von hippel lindau tumor suppressor protein
structures

Giiglii T. F., 0ZBEK SARICA P, Ozer A. N.

Modeling of Biomolecular Systems Interactions, Dynamics, and Allostery: Bridging Experiments and Computations,
Istanbul, Turkey, September 10-14, 2014, 10 - 14 September 2014, pp.92

Computational investigation of the energy exchange pathways in peptide loaded major
histocompatibility complex proteins

Sercinoglu 0., Ozcan G., 0ZBEK SARICA P.

Modeling of Biomolecular Systems Interactions, Dynamics, and Allostery: Bridging Experiments and Computations,
10 - 14 September 2014

An investigation of the effects of model simplification and water box shell size on the molecular
dynamics simulations of peptide loaded major histocompatibility complex proteins

Sercinoglu O, OZBEK SARICA P.

Modeling of Biomolecular Systems Interactions, Dynamics, and Allostery: Bridging Experiments and Computations,
10 - 14 September 2014

Comparison of the binding behavior of HLA B alleles related to ankylosing spondylitis disease by
computational methods

Kutlu Kabas Z., Ozcan G., Sercinoglu 0., 0ZBEK SARICA P.

Modeling of Biomolecular Systems Interactions, Dynamics, and Allostery: Bridging Experiments and Computations,
10 - 14 September 2014

Binding behavior of HLA B alleles related to ankylosing spondylitis AS disease A comparative study
by computational methods

Ozcan G., Kutlu Kabas Z., Sercinoglu 0., 0ZBEK SARICA P.

ECCB’xx14, the 13th European Conference on Computational Biology, Strasbourg, 7 - 10 September 2014
Computational study on the effect of pH on the binding behaviour of HLA B alleles

Kutlu Kabas Z., Ozcan G., Sercinoglu 0., 0ZBEK SARICA P.

ECCB’xx14, the 13th European Conference on Computational Biology, 7 - 10 September 2014

Dynamic Analysis of Mutant von Hippel Lindau Tumor Suppressor Protein structures

Giiclii T. F., 0ZBEK SARICA P., Ozer A. N.

2nd International BAU-Drug Design Congress, Istanbul, 17 - 19 April 2014



LII. Collective Dynamics provides a measure for biological association

Soner S., Oval1 S. K., 0ZBEK SARICA P., BenTal N., Haliloglu T.
CAPRI 2013 Combine and Conquer Meeting, 17 - 19 April 2013

LIII. The intrinsic dynamics of partner chains aid in the detection of native complexes amongst docking
decoys
Kaya C, Soner S., OZBEK SARICA P., Haliloglu T.
CAPRI 2013 Combine and Conquer Meeting, 17 - 19 April 2013

LIV. Dynamics predefine protein binding
Soner S., 0ZBEK SARICA P., Haliloglu T.
Chemical Physics Congress-IX Izmir, {zmir, Turkey, 14 - 16 October 2010

LV. Dynamics and evolutionary conservation of inter protein interfaces aid in the detection of native

complexes amongst docking decoys
OZBEK SARICA P., Soner S., Chen N., Kalman M., Erman B., Bental N., Haliloglu T.
CAPRI 4th Evaluation Meeting, 9 - 11 December 2009

LVI. The origins of polyethylenes resistance to rapid plane stress rupture
OZBEK SARICA P., Leevers P.
5th ESIS TC4 Conference on Fracture of Polymers, Composites and Adhesives, 7 - 11 September 2008

LVII. Plane stress rapid fracture resistance of pipe grade PE Estimation from tensile drawing data
OZBEK SARICA P., Leevers P.
ANTEC Conference Proceedings, 6 - 10 May 2007

Supported Projects

Sariyar Akbulut B,, Sayar N. A., Ozbek Sarica P., Kazan D., TUBITAK International Bilateral Joint Cooperation Program
Project, Rational design of Corynebacterium glutamicum for a microbial cell factory to synthesize L-DOPA and
bioprocess development for L-DOPA production, 2021 - 2024

Sariyar Akbulut B, Sayar N. A,, Ozbek Sarica P., TUBITAK International Multi-Cooperation Project, Replacing food-
competing feedstocks with Methanol, CO2 and Methylamine for a Sustainable Bioeconomy, 2021 - 2024

Sariyar Akbulut B., Ozbek Sarica P., Avci F. G., Keskin Ozkaya Z. 0., TUBITAK Project, Inhibition and characterization of the
inhibition dynamics of the type 4 pili protein complex, 2020 - 2023

Ozbek Sarica P., Sariyar Akbulut B., Project Supported by Other Official Institutions, Peptidlerle iliskili bagisiklik sistemi
proteinlerinin ¢alisma mekanizmalarinin aydinlatilmasi, 2020 - 2022

Arga K.Y, OZBEK SARICA P., TUBITAK Project, Kolorektal kanserinde farklilasan protein-protein etkilesimleri iizerinden
ila¢ repozisyonu, 2019 - 2020

Ozbek Sarica P, TUBITAK Project, Development of a web based tool for protein network investigation, 2019 - 2020
Ozbek Sarica P., Project Supported by Higher Education Institutions, Computational Investigation of Peptide Binding
Affinity and Complex Stability of Major Histocompatibility Complex (MHC), 2018 - 2020

Sariyar Akbulut B., Ozbek Sarica P., Avci F. G., Project Supported by Higher Education Institutions, Evaluation of the
alkaloids of the aporphine family as inhibitors of different efflux pumps using in vitro and in silico methods, 2017 - 2019
Ozbek Sarica P., Project Supported by Higher Education Institutions, Molekiiler Dinamik Simiilasyon Bazh Sarsim Yéntemi
ile Protein Ici Sinyal Iletim Mekanizmasinin Karakterizasyonu, 2016 - 2018

Ozbek Sarica P., Project Supported by Higher Education Institutions, Computational Dynamical Characterization of
Human Major Histocompatibility Complex Proteins, 2015 - 2018

Ozbek Sarica P., Project Supported by Higher Education Institutions, Dynamic Characterization of Protein-protein
Interfaces using Gaussian Network Model, Marmara University Research Fund Project, 2014 - 2015

Ozbek Sarica P., TUBITAK Project, Dynamic Characterization of HLA Molecules, 2013 - 2015

Ozbek Sarica P., Project Supported by Higher Education Institutions, Dynamic Characterization of Protein Binding
Mechanism, 2012 - 2013

Ozbek Sarica P., Haliloglu T., TUBITAK Project, Proteinlerde Baglanma Mekanizmasinda Yapisal Dinamik, 2009 - 2010



Memberships / Tasks in Scientific Organizations

Biophysical Society, Member, 2016 - Continues

Metrics

Publication: 96
Citation (WoS): 326
Citation (Scopus): 355
H-Index (WoS): 8
H-Index (Scopus): 9

Congress and Symposium Activities

International conference on applied mathematics, modeling and Life Sciences, Working Group, istanbul, Turkey, 2018
Biophysical Society 62th Annual Meeting, Working Group, California, United States Of America, 2018

5th International BAU Drug Design Congress, Working Group, Istanbul, Turkey, 2017

International Symposium on Chemistry via Computation Applications on Molecular Nanoscience, Working Group,
istanbul, Turkey, 2017

Biophysical Society 60th Annual Meeting, Working Group, California, United States Of America, 2016

3rd International BAU Drug Design Congress, Working Group, istanbul, Turkey, 2015

10th European Biophysics Congress, Working Group, Dresden, Germany, 2015

Biophysical Society Thematic Meeting: Modeling of Biomolecular Systems Interactions, Dynamics,and Allostery: Bridging
Experiments and Computations, Working Group, Istanbul, Turkey, 2014

Joint TCBG/MMBioS Hands-on Workshop on Computational Biophysics, Working Group, Pennsylvania, United States Of
America, 2013

Schrodinger Workshop, "Computational Drug Discovery", Working Group, istanbul, Turkey, 2012

Three-days HADDOCK workshop, Working Group, istanbul, Turkey, 2011

Scholarships

TUBITAK-BIDEB 2218 (Turkish National Science and Technology Foundation), TUBITAK, 2009 - 2011
Chevron Phillips Chemical Company, Other International Organizations, 2004 - 2008
Overseas Research Student Awards Scheme (ORSAS), Other International Organizations, 2004 - 2008
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