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XI. A Transcriptomic and Reverse-Engineering Strategy Reveals Molecular Signatures o f Arachidonic Acid Metabolism in 12 CancersKUBAT ÖKTEM E., Aydin B., Gulfidan G., ARĞA K. Y.OMICS-A JOURNAL OF INTEGRATIVE BIOLOGY, vol.27, no.3, pp.127-138, 2023 (SCI-Expanded)XII. Potential Early Markers for Breast Cancer: A Proteomic Approach Comparing Saliva and Serum Samples in a Pilot Study Sinha I., Fogle R. L., Gulfidan G., Stanley A. E., Walter V., Hollenbeak C. S., ARĞA K. Y., Sinha R.International Journal of Molecular Sciences, vol.24, no.4, 2023 (SCI-Expanded)XIII. Editorial: Omics integration and network medicine to  decipher human complex diseases  Zanfardino M., Babbi G., ARĞA K. Y., Pane K.Frontiers in Genetics, vol.14, 2023 (SCI-Expanded)XIV. Integrative Analysis o f Motor Neuron and Microglial Transcriptomes from SOD1(G93A) Mice Models Uncover Potential Drug Treatments for ALS KUBAT ÖKTEM E., Aydin B., Yazar M., ARĞA K. Y.JOURNAL OF MOLECULAR NEUROSCIENCE, vol.72, no.11, pp.2360-2376, 2022 (SCI-Expanded)XV. Human oncogenic viruses: an overview of protein biomarkers in viral cancers and their  potential  use in clinics Kori M., ARĞA K. Y.EXPERT REVIEW OF ANTICANCER THERAPY, vol.22, no.11, pp.1211-1224, 2022 (SCI-Expanded)XVI. A Pan-Cancer Atlas o f Differentially Interacting Hallmarks of Cancer Proteins  Kori M., Ozdemir G. E., ARĞA K. Y., Sinha R.JOURNAL OF PERSONALIZED MEDICINE, vol.12, no.11, 2022 (SCI-Expanded)XVII. Precision Oncology: An Ensembled Machine Learning Approach to  Identify a Candidate mRNA Panel for Stratification of Patients with Breast CancerKurt F., AĞAOĞLU M., ARĞA K. Y.OMICS-A JOURNAL OF INTEGRATIVE BIOLOGY, vol.26, pp.504-511, 2022 (SCI-Expanded)XVIII. Acute Myeloid Leukemia: New Multiomics Molecular Signatures and Implications for Systems Medicine Diagnostics and Therapeutics Innovation Kelesoglu N., Kori M., TURANLI B., ARĞA K. Y., Yilmaz B., Duru O. A.OMICS-A JOURNAL OF INTEGRATIVE BIOLOGY, vol.26, no.7, pp.392-403, 2022 (SCI-Expanded)XIX. Repositioning of Anti-Inflammatory Drugs for the Treatment o f Cervical Cancer Sub-Types  Kori M., ARĞA K. Y., Mardinoglu A., TURANLI B.FRONTIERS IN PHARMACOLOGY, vol.13, 2022 (SCI-Expanded)XX. Driving Precision Oncology to  Clinical Practice: The Road Ahead from Biomarker Validation to Clinical Decision SystemsYilmaz B., ARĞA K. Y.OMICS-A JOURNAL OF INTEGRATIVE BIOLOGY, vol.26, no.6, pp.358-359, 2022 (SCI-Expanded)XXI. Multiomics Data Integration Identifies New Molecular Signatures for Abdominal Aortic Aneurysm and Aortic Occlusive Disease: Implications for Early Diagnosis, Prognosis, and Therapeutic Targets  Kori M., Cig D., Arga K. Y., Kasavi C.OMICS A JOURNAL OF INTEGRATIVE BIOLOGY, vol.26, no.5, pp.1-15, 2022 (SCI-Expanded)XXII. Precision Diagnosis o f Maturity-Onset Diabetes o f the Young with Next-Generation Sequencing:   Findings from the MODY-IST Study in Adult Patients  Aydogan H. Y., Gul N., Demirci D. K., Mutlu U., Gulfidan G., ARĞA K. Y., ÖZDER A., ÇAMLI A. A., Tutuncu Y., Ozturk O.,et al.OMICS-A JOURNAL OF INTEGRATIVE BIOLOGY, vol.26, pp.218-235, 2022 (SCI-Expanded)XXIII. Past, Present, and Future of Therapies for Pituitary Neuroendocrine Tumors: Need for Omics and Drug Repositioning GuidanceAydin B., Yildirim E., ERDOĞAN O., ARĞA K. Y., Yilmaz B., BOZKURT S., BAYRAKLI F., TURANLI B.OMICS-A JOURNAL OF INTEGRATIVE BIOLOGY, vol.26, no.3, pp.115-129, 2022 (SCI-Expanded)XXIV. MicroRNA-Mediated Drug Repurposing Unveiled Potential Candidate Drugs for Prolactinoma



TreatmentAydin B., Arslan S., BAYRAKLI F., YILMAZ B., ARĞA K. Y.NEUROENDOCRINOLOGY, vol.112, pp.161-173, 2022 (SCI-Expanded)XXV. Systems biomarkers for papillary thyroid cancer prognosis and treatment through multi-omics networksGulfidan G., Soylu M., Demirel D., Erdonmez H. B. C., Beklen H., ÖZBEK SARICA P., ARĞA K. Y., TURANLI B.ARCHIVES OF BIOCHEMISTRY AND BIOPHYSICS, vol.715, 2022 (SCI-Expanded)XXVI. Decreased serum levels o f glycerol-3-phosphate dehydrogenase 1 and monoacylglycerol lipase act  as diagnostic biomarkers for breast cancer KARAOSMANOĞLU YÖNETEN K., KASAP M., ARĞA K. Y., AKPINAR G., UTKAN N. Z.CANCER BIOMARKERS, vol.34, no.1, pp.67-76, 2022 (SCI-Expanded)XXVII. Artificial Intelligence as Accelerator for Genomic Medicine and Planetary Health  Gulfidan G., Beklen H., ARĞA K. Y.OMICS-A JOURNAL OF INTEGRATIVE BIOLOGY, vol.25, pp.745-749, 2021 (SCI-Expanded)XXVIII. Lower COVID-19 Mortality in Patients with Type 2 Diabetes Mellitus Taking Dipeptidyl Peptidase-4 Inhibitors: Results from a Turkish Nationwide Study Emral R., Haymana C., Demirci I., Tasci I., Sahin M., Cakal E., Ata N., ÜNLÜTÜRK U., DEMİR T., Ertugrul D., et al.DIABETES THERAPY, vol.12, no.11, pp.2857-2870, 2021 (SCI-Expanded)XXIX. Overview of omics biomarkers in pituitary neuroendocrine tumors to  design future diagnosis and  treatment strategiesAydin B., Caliskan A., ARĞA K. Y.EPMA JOURNAL, vol.12, no.3, pp.383-401, 2021 (SCI-Expanded)XXX. Differential Protein Interactome in Esophageal Squamous Cell Carcinoma Offers Novel SystemsBiomarker Candidates with High Diagnostic and Prognostic PerformanceGulfidan G., Beklen H., Sinha I., Kucukalp F., Caloglu B., Esen I., TURANLI B., Ayyildiz D., ARĞA K. Y., Sinha R.OMICS-A JOURNAL OF INTEGRATIVE BIOLOGY, vol.25, pp.495-512, 2021 (SCI-Expanded)XXXI. Monogenic Childhood Diabetes: Dissecting Clinical Heterogeneity by Next-Generation Sequencing in Maturity-Onset Diabetes o f the Young  Demirci D. K., Darendeliler F., Poyrazoglu S., Al A. D. K., GÜL N., Tutuncu Y., Gulfidan G., ARĞA K. Y., Cacina C., OzturkO., et al.OMICS-A JOURNAL OF INTEGRATIVE BIOLOGY, vol.25, pp.431-449, 2021 (SCI-Expanded)XXXII. Thanatechnology and the Living Dead: New Concepts in Digital Transformation and Human- Computer InteractionOzdemir V., Springer S., YILDIRIM A., Bicer S., Kendirci A., Sardas S., Kilic H., Hekim N., Kunej T., ARĞA K. Y., et al.OMICS-A JOURNAL OF INTEGRATIVE BIOLOGY, vol.25, pp.401-407, 2021 (SCI-Expanded)XXXIII. Systems-level biomarkers identification and drug repositioning in co lorectal cancer   Beklen H., Yildirim E., Kori M., TURANLI B., ARĞA K. Y.WORLD JOURNAL OF GASTROINTESTINAL ONCOLOGY, vol.13, no.7, pp.638-661, 2021 (SCI-Expanded)XXXIV. Cancer Stem Cell Transcriptome Profiling Reveals Seed Genes of Tumorigenesis: New Avenues for Cancer Precision MedicineComertpay B., Gulfidan G., ARĞA K. Y., Gov E.OMICS-A JOURNAL OF INTEGRATIVE BIOLOGY, vol.25, pp.372-388, 2021 (SCI-Expanded)XXXV. Recent Developments in Cancer Systems Bio logy: Lessons Learned and Future Directions  ARĞA K. Y., Sinha R.JOURNAL OF PERSONALIZED MEDICINE, vol.11, no.4, 2021 (SCI-Expanded)XXXVI. Unexpectedly lower mortality rates in COVID-19 patients with and without type 2 diabetes in   IstanbulSatman I., Demirci I., Haymana C., Tasci I., Salman S., Ata N., DAĞDELEN S., ŞAHİN İ., Emral R., Cakal E., et al.DIABETES RESEARCH AND CLINICAL PRACTICE, vol.174, 2021 (SCI-Expanded)XXXVII. The Repertoire o f Glycan Alterations and Glycoproteins in Human Cancers.  Kori M., Aydin B., Gulfidan G., Beklen H., Kelesoglu N., Caliskan Iscan A., Turanli B., Erzik C., Karademir B., Arga K. Y.



Omics : a journal of integrative biology, vol.25, no.3, pp.139-168, 2021 (SCI-Expanded)XXXVIII. ETS-Domain Transcription Factor Elk-1 Regulates Stemness Genes in Brain Tumors and CD133+ BrainTumor-Initiating CellsSÖĞÜT M. S., Venugopal C., KANDEMİR B., Dag U., Mahendram S., Singh S., Gulfidan G., ARĞA K. Y., YILMAZ B.,KURNAZ I.JOURNAL OF PERSONALIZED MEDICINE, vol.11, no.2, 2021 (SCI-Expanded)XXXIX. Current State o f "Omics" Biomarkers in Pancreatic Cancer  TURANLI B., Yildirim E., Gulfidan G., ARĞA K. Y., Sinha R.JOURNAL OF PERSONALIZED MEDICINE, vol.11, no.2, 2021 (SCI-Expanded)XL. Differential Interactome Proposes Subtype-Specific Biomarkers and Potential Therapeutics in Renal  Cell CarcinomasCaliskan A., Gulfidan G., Sinha R., ARĞA K. Y.JOURNAL OF PERSONALIZED MEDICINE, vol.11, no.2, 2021 (SCI-Expanded)XLI. Systems bio logy based drug repositioning for development of cancer therapy. Turanli B., Altay O., Borén J., Turkez H., Nielsen J., Uhlen M., Arga K. Y., Mardinoglu A.Seminars in cancer biology, vol.68, pp.47-58, 2021 (SCI-Expanded)XLII. Integrative transcriptomics analysis o f lung epithelial cells and identification of repurposable drug   candidates for COVID-19 Islam T., Rahman M. R., Aydin B., Beklen H., ARĞA K. Y., Shahjaman M.EUROPEAN JOURNAL OF PHARMACOLOGY, vol.887, 2020 (SCI-Expanded)XLIII. Transcriptomic profile o f Pea3 family members reveal regulatory codes for axon outgrowth and  neuronal connection specificityKANDEMİR B., Gulfidan G., ARĞA K. Y., YILMAZ B., KURNAZ I.SCIENTIFIC REPORTS, vol.10, no.1, 2020 (SCI-Expanded)XLIV. Pathways involved in viral oncogenesis: New perspectives from virus-host protein interactomics    Kori M., ARĞA K. Y.BIOCHIMICA ET BIOPHYSICA ACTA-MOLECULAR BASIS OF DISEASE, vol.1866, no.10, 2020 (SCI-Expanded)XLV. Comprehensive Analysis o f RNA-Seq Gene Expression Profiling of Brain Transcriptomes Reveals Novel Genes, Regulators, and Pathways in Autism Spectrum Disorder Rahman M. R., Petralia M. C., Ciurleo R., Bramanti A., Fagone P., Shahjaman M., Wu L., Sun Y., TURANLI B., ARĞA K.Y., et al.BRAIN SCIENCES, vol.10, no.10, 2020 (SCI-Expanded)XLVI. COVID-19 and the Futures of Machine LearningARĞA K. Y.OMICS-A JOURNAL OF INTEGRATIVE BIOLOGY, vol.24, no.9, pp.512-514, 2020 (SCI-Expanded)XLVII. Novel molecular signatures and potential therapeutics in renal cell carcinomas: Insights from a    comparative analysis o f subtypes Caliskan A., Andac A. C., ARĞA K. Y.GENOMICS, vol.112, no.5, pp.3166-3178, 2020 (SCI-Expanded)XLVIII. Drug Repositioning for P-Glycoprotein Mediated Co-Expression Networks in Colorectal Cancer Beklen H., Gulfidan G., ARĞA K. Y., Mardinoglu A., Turanli B.FRONTIERS IN ONCOLOGY, vol.10, 2020 (SCI-Expanded)XLIX. New Machine Learning Applications to  Accelerate Personalized Medicine in Breast Cancer: Rise o f   the Support Vector MachinesOzer M. E., Sarica P., ARĞA K. Y.OMICS-A JOURNAL OF INTEGRATIVE BIOLOGY, vol.24, no.5, pp.241-246, 2020 (SCI-Expanded)L. Higher proteotoxic stress rather than mitochondrial damage is involved in higher neurotoxicity o f    bortezomib compared to  carfilzomib Jannuzzi A., Arslan S., Yilmaz A. M., Sari G., Beklen H., Méndez L., Fedorova M., Arga K. Y., Karademir Y., AlpertungaB.REDOX BIOLOGY, vol.32, 2020 (SCI-Expanded)



LI. Mapping the Molecular Basis and Markers o f Papillary Thyroid Carcinoma Progression and Metastasis Using Global Transcriptome and microRNA Profiling.Akyay O., Gov E., Kenar H., Arga K. Y., Selek A., Tarkun İ., Canturk Z., Cetinarslan B., Gurbuz Y., Sahin B.Omics : a journal of integrative biology, vol.24, pp.148-159, 2020 (SCI-Expanded)LII. Digging Deeper into  Precision/Personalized Medicine: Cracking the Sugar Code, the Third Alphabet   of Life, and Sociomateriality o f the Cell.    Özdemir V., Arga K. Y., Aziz R., Bayram M., Conley S., Dandara C., Endrenyi L., Fisher E., Garvey C., Hekim N., et al.Omics : a journal of integrative biology, vol.24, pp.62-80, 2020 (SCI-Expanded)LIII. Pan-cancer mapping of differential protein-protein interactions Gulfidan G., Turanli B., Beklen H., Sinha R., Arga K. Y.SCIENTIFIC REPORTS, vol.10, no.1, 2020 (SCI-Expanded)LIV. Omics-Driven Biomarkers o f Psoriasis: Recent Insights, Current Challenges, and Future Prospects  Aydin B., ARĞA K. Y., KARADAĞ A. S.CLINICAL COSMETIC AND INVESTIGATIONAL DERMATOLOGY, vol.13, pp.611-625, 2020 (SCI-Expanded)LV. Interview with Prof. K. Yalçın Arga: A Pioneer of Multi-Omics Science and Health Care Innovation.Arga K. Y.Omics : a journal of integrative biology, vol.23, pp.460-462, 2019 (SCI-Expanded)LVI. Cancer Drug Repositioning by Comparison of Gene Expression in Humans and Axolotl (&lt;i&gt;Ambystoma mexicanum&lt;/i&gt;)  During Wound Healing. Öktem E., Yazar M., Gulfidan G., Arga K. Y.Omics : a journal of integrative biology, vol.23, pp.389-405, 2019 (SCI-Expanded)LVII. Co-expression Network Analysis Elucidated a Core Module in Association With Prognosis o f Non-  functioning Non-invasive Human Pituitary Adenoma.Aydin B., Arga K. Y.Frontiers in endocrinology, vol.10, pp.361, 2019 (SCI-Expanded)LVIII. Identification of Novel Components o f Target-of-Rapamycin Signaling Pathway by Network-Based Multi-Omics Integrative AnalysisEke E. D., ARĞA K. Y., Dikicioglu D., Eraslan S., Erkol E., ÇELİK FUSS A., KIRDAR B., Di Camillo B.OMICS-A JOURNAL OF INTEGRATIVE BIOLOGY, vol.23, no.5, pp.274-284, 2019 (SCI-Expanded)LIX. Novel Genomic Biomarker Candidates for Cervical Cancer As Identified by Differential Co-Expression Network Analysis.Kori M., Gov E., Arga K. Y.Omics : a journal of integrative biology, vol.23, pp.261-273, 2019 (SCI-Expanded)LX. Multi-Omic Data Interpretation to  Repurpose Subtype Specific Drug Candidates for Breast Cancer  Turanli B., Karagoz K., Bidkhori G., Sinha R., Gatza M., Uhlen M., Mardinoglu A., Arga K. Y.FRONTIERS IN GENETICS, vol.10, 2019 (SCI-Expanded)LXI. Discovery of therapeutic agents for  prostate cancer using genome-scale metabolic modeling and   drug repositioningTuranli B., Zhang C., Kim W., Benfeitas R., Uhlen M., Arga K. Y., Mardinoglu A.EBIOMEDICINE, vol.42, pp.386-396, 2019 (SCI-Expanded)LXII. Network-based approach to  identify molecular signatures and therapeutic agents in Alzheimer's   diseaseRahman M. R., Islam T., TURANLI B., Zaman T., Faruquee H. M., Rahman M. M., Mollah M. N. H., Nanda R. K., ARĞA K.Y., Gov E., et al.COMPUTATIONAL BIOLOGY AND CHEMISTRY, vol.78, pp.431-439, 2019 (SCI-Expanded)LXIII. Identification of Prognostic Biomarker Signatures and Candidate Drugs in Colorectal Cancer: Insights from Systems Bio logy Analysis  Rahman M. R., Islam T., Gov E., Turanli B., Gulfidan G., Shahjaman M., Banu N. A., Mollah M. N. H., ARĞA K. Y., Moni M.A.MEDICINA-LITHUANIA, vol.55, no.1, 2019 (SCI-Expanded)LXIV. Potential biomarkers and therapeutic targets in cervical cancer: Insights from the meta-analysis o f   
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